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Figure S1 The top ten motif sequence logos of AhCOL gene family, the abscissa

represents the amino acid with the highest frequency, and the ordinate

represents the relative frequency of the corresponding amino acid.
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Figure S2 Statistics of the number of elements on the promoter of AhCOL
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gene in peanut.
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Figure S3 Correlation analysis of AhCOL gene expression in different

tissues of peanut.

Ahy_B08g093020

Ahy_A08g040095 /
s \ N

Ahy_A04g021261

W) Ary-Bo4go69403

Ahy_A10g050578

Ahy_B09g099301

Figure 54 Analysis of AhCOLI1 protein network in peanut.
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Figure S5 Analysis of AhCOL3 protein network in peanut.




