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Supplementary figure 

 

Figure S1 The top ten motif sequence logos of AhCOL gene family, the abscissa 

represents the amino acid with the highest frequency, and the ordinate 

represents the relative frequency of the corresponding amino acid. 

 

Figure S2 Statistics of the number of elements on the promoter of AhCOL 



 

 

gene in peanut.  

 

Figure S3 Correlation analysis of AhCOL gene expression in different 

tissues of peanut. 

 

Figure S4 Analysis of AhCOL1 protein network in peanut. 



 

 

 

Figure S5 Analysis of AhCOL3 protein network in peanut. 

 


